. Primer extension analysis and late promoter consensus analysis. 
strand at and around the TSS of the P077 promoter DNA. The position of the +1 start site is underlined. The conserved nucleotides of the late promoter are shown in capital bold letters. Below: In vitro run-off transcription by AR9 nvRNAP of the DNA templates containing P007 and its derivatives are shown. RO, run-off transcripts (59 nt). The numbers under the gel indicate the transcription activities relative to the positive control (wild-type P077). Average values and standard deviations from three independent experiments are presented. The full sequences of the templates can be found in Table S2 . Table S4 . The pairwise query-templates alignments with annotation for secondary structure, consensus sequence and column-column match quality are shown (4, 5) . Lines starting with 'Query' are either for AR9 gp226 or gp270.
The alignments consist of blocks with the following lines:
Q ss_pred: query secondary structure as predicted by PSIPRED. Upper case letters: High probability, lower case letters: Low probability (when available) T ss_pred: template secondary structure as predicted by PSIPRED. Upper case letters: High probability, lower case letters: Low probability (when available)
The consensus sequence uses capital letters for amino acids that occur with >=60% probability and lower case letters for amino acids that have >=40% probability. For unconserved columns a tilde is Table S3 . DNA templates used in footprinting reactions.
Templates containing the P077 were synthesized by PCR either with dUTP (U, WT and -9G templates) or with dTTP (T template). Sequences of primers are italic and underlined. Conserved nucleotides of the promoter are shown in capital bold letters. The position of the +1 start site is underlined. Uracils are highlighted in blue. Single substitutions are highlighted in red.
Name Sequence
attgttgtcttcttcaataAAGAatatatTAtatcacatauuggagguuuucauaugaaugaaaaacaguuaaaauuaguugagucuuc uaacaacagaagaaguuauUUCUuauauaAUauaguguauaaccuccaaaaguauacttactttttgtcaattttaatcaactcagaag Table S4 . Double-stranded and partially single-stranded DNA templates
Templates containing the P007 or P077 were prepared by annealing of oligonucleotides ordered from Integrated DNA Technologies. Conserved nucleotides of the promoters are shown in capital bold letters. The position of the +1 start site is underlined. Uracils are highlighted in blue.
№ Name Sequence
Templates used for analysis of requirement for uracils 
